Cell line: S-02-A STD
CA2

Morphology of HES: intermediate to large colonies, 50% differentiated

Morphology  of feeders: OK, sparse

Apoptosis:
 nd

-
   +
   ++
   +++
     ++++ 

Mitosis:
nd

-
   +
   ++
   +++
     ++++ 

	Antibody


	Intensity
	Distribution
	% of colonies
	% of cells within colony
	Comments

	1. A2B5


	-
	
	
	
	

	2. NCAM


	-
	
	
	
	

	3. GCTM2


	+++
	PC
	75
	20
	Peripheral

	4. TG343


	+++
	PC
	MOST 75
	20 (100% in small colonies
	 mostly peripheral

	5. SSEA1


	-
	
	
	
	

	6. SSEA3


	-
	
	
	
	

	7. SSEA4


	-
	
	
	
	

	8. TG30


	-
	
	
	
	

	9.Thy1


	+++
	CS
	100
	90
	

	10. W6/32


	-
	
	
	
	

	11.TRA-1-81


	+
	PC
	100
	?
	Difficult to assess, peripheral

	12. TRA-1-85


	+++
	CS
	100
	100
	

	13. TRA-2-49


	++
	CYTO, CS
	100
	80
	

	14. TRA-2-54


	+++
	CYTO, CS
	100
	100
	

	15. GD2


	-
	
	
	
	

	16. GD3


	-
	
	
	
	

	17. TRA-1-60


	+
	PC
	?
	?
	Difficult to assess

	18. iso control


	
	
	
	
	


Intensity: - (negative);   + (faint);   ++ (weak);   +++ (strong);   ++++ (very strong)

Distribution: cs (cell surface);   pc (pericellular);   cyto (cytoplasmic);   sk (cytoskeletal)

nd: not determined  

Cell line: S02-A
CA2

Morphology of HES: near confluent undifferentiated cells

Morphology  of feeders:  sparse, few left

Apoptosis:
 nd

-
   +
   ++
   +++
     ++++ 

Mitosis:
nd

-
   +
   ++
   +++
     ++++ 

	Antibody


	Intensity
	Distribution
	% of colonies
	% of cells within colony
	Comments

	1. A2B5


	-
	
	
	
	

	2. NCAM


	-
	
	
	
	

	3. GCTM2


	++
	PC
	100
	20
	More intense at edge; positive cells throughout colony

	4. TG343


	++
	PC
	?
	?
	Difficult to assess, blurry. +++ at periphery

	5. SSEA1


	-
	
	
	
	

	6. SSEA3


	-
	
	
	
	

	7. SSEA4


	-
	
	
	
	

	8. TG30


	+
	CS
	100
	100
	

	9.Thy1


	-
	
	
	
	

	10. W6/32


	-
	
	
	
	

	11.TRA-1-81


	++
	PC
	100
	20
	Intense at edge

	12. TRA-1-85


	+++
	CYTO, CS
	100
	100
	

	13. TRA-2-49


	++
	CYTO
	100
	70
	

	14. TRA-2-54


	++
	CYTO
	100
	70
	

	15. GD2


	-
	
	
	
	

	16. GD3


	-
	
	
	
	

	17. TRA-1-60


	++
	PC
	?
	?
	Intense at edge, difficult to assess, uneven

	18. iso control


	-
	
	
	
	


Intensity: - (negative);   + (faint);   ++ (weak);   +++ (strong);   ++++ (very strong)

Distribution: cs (cell surface);   pc (pericellular);   cyto (cytoplasmic);   sk (cytoskeletal)

nd: not determined  

Cell line: S02 B STD

CA2

Morphology of HES: small and intermediate sized colonies, flat and some differentiated

Morphology  of feeders: OK, quite sparse

Apoptosis:
 nd

-
   +/-
   ++
   +++
     ++++ 

Mitosis:
nd

-
   +
   ++
   +++
     ++++ 

	Antibody


	Intensity
	Distribution
	% of colonies
	% of cells within colony
	Comments

	1. A2B5


	-
	
	
	
	

	2. NCAM


	-
	
	
	
	

	3. GCTM2


	++
	PC
	100
	30
	Most intense at periphery

	4. TG343


	++
	PC
	100
	100
	Small cells ++ throughout

	5. SSEA1


	-
	
	
	
	

	6. SSEA3


	-
	
	
	
	Few colonies present

	7. SSEA4


	-
	
	
	
	Cross reactivity with feeder cell cytoskeleton

	8. TG30


	+++
	CS
	100
	100
	

	9.Thy1


	+++
	CS
	100
	100
	

	10. W6/32


	-
	
	
	
	

	11.TRA-1-81


	++
	PC
	100
	70
	throughout

	12. TRA-1-85


	+++
	CS
	100
	100
	

	13. TRA-2-49


	+++
	CS
	100
	80
	

	14. TRA-2-54


	+++
	CS
	100
	100
	

	15. GD2


	-
	
	
	
	

	16. GD3


	-
	
	
	
	

	17. TRA-1-60


	+
	CS
	100
	50
	Faint reaction

	18. iso control


	-
	
	
	
	


Intensity: - (negative);   + (faint);   ++ (weak);   +++ (strong);   ++++ (very strong)

Distribution: cs (cell surface);   pc (pericellular);   cyto (cytoplasmic);   sk (cytoskeletal)

nd: not determined  

Cell line: S02B LOC

CA2

Morphology of HES: near confluent, loose colonies, many flat cells

Morphology  of feeders: sparse, OK

Apoptosis:
 nd

-
   +
   ++
   +++
     ++++ 

Mitosis:
nd

-
   +
   ++
   +++
     ++++ 

	Antibody


	Intensity
	Distribution
	% of colonies
	% of cells within colony
	Comments

	1. A2B5


	-
	
	
	
	

	2. NCAM


	-
	
	
	
	

	3. GCTM2


	++
	PC
	40
	30
	

	4. TG343


	++
	PC
	40
	30
	

	5. SSEA1


	-
	
	
	
	

	6. SSEA3


	-
	
	
	
	

	7. SSEA4


	-
	
	
	
	

	8. TG30


	++
	CS
	100
	80
	

	9.Thy1


	+++
	CS
	100
	100
	

	10. W6/32


	-
	
	
	
	

	11.TRA-1-81


	++
	PC
	20
	20
	

	12. TRA-1-85


	+++
	Cyto
	100
	100
	

	13. TRA-2-49


	++
	CS 
	100
	100
	

	14. TRA-2-54


	++
	CS
	100
	100
	

	15. GD2


	-
	
	
	
	

	16. GD3


	-
	
	
	
	

	17. TRA-1-60


	+
	PC
	100*
	80*
	Blurry, most small colonies +*

	18. iso control


	-
	
	
	
	


Intensity: - (negative);   + (faint);   ++ (weak);   +++ (strong);   ++++ (very strong)

Distribution: cs (cell surface);   pc (pericellular);   cyto (cytoplasmic);   sk (cytoskeletal)

nd: not determined 

